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Construction and expression of multi-epitope antigen of human metapneumovirus
LI Xiao—yan* KONG Mei, GUO Li-ru, YANG Dong—jing,SU Xu, LIU Ying—hua ,ZOU Ming, LU Li-kun
*Instituie of Pathogenic Organisms Inspecting, Tianjin Centers for Disease Conirol and Preveniion, Tianjin 300011, China

Abstract: Objectives To construct multi—epitope antigen of human metapneumovirus (hMPV) including both B cell epitopes
and T cell epitopes, and to analyze its immunogenicity and immunoreactivity. Methods Online software Bepipred, ABCpred,
Beepred, LEPS and LBTOPE were used to predict B cell epitopes, NetMHCpan and NetMHC were used to predict CTL
epitopes, NetMHC Il was used to predict Th cell epitopes. All these predicted epitopes were assembled in series as well as
linker GPGPGP and KK were added between different epitope to generate multi—epitope antigen gene (mea). Recombinant
pET32a (+)-mea were constructed and transformed to E.coli BL21 (DE3). Multi-epitope antigen peptide (MEA) were inducible
expressed by IPTG. MEA were purified by Ni-NTA agarose and identified by Western blot. Purified MEA was used to immune
BALB/c mice, anti-MEA serum titre was tested by ELISA, indirect fluorescent assay (IFA) was used to evaluate antibody
specificity. Results Six B cell epitopes, four CTL epitopes and two Th eell epitopes were selected to construet mea. Both
supernatant and precipitate of host bacteria after inducing had anticipated protein MEA. After purification of supernatant, 1 mg/ml
of MEA were obtained. MEA could react with anti-His antibody using Western blot analysis. BALB/c mice were immunonized
with MEA three times, above 10° antibody titer were detected by ELISA. TFA showed that anti-MEA serum could react with
hMPV which indicated the serum had hMPV —specificity. Conclusion hMPV mea are developed and expressed successfully.
Obtained MEA shows good immunogenicity, immunoreactivity and good hMPV -specificity.
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N 1.48x10°,

39 #

hMPV A il 286 9 25 R il 9 25 T2 B i 9 2% I 99
8, T %05 2 AR B R HLH] B r Ak, (515
HAE W R B ER KA AE, TR hMPV g K
TR T G B A i e A T R e s 5 n EE0,
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RATAN 2 AN Th MR AL, FHIARIEGF5]“GPGPG”
FKK” s BT RO B B S A 2 R PR, &%
PR AL JG 72 AL A R 3Rk, RBP4 S 2 Bh ) I 3R
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